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Purification Result for Endo- 0 -N-acetylglucosaminidase (15-25% gradient SDS-PAGE) 

Lane 1 : Purified endo- 0 -N-acetylglucosaminidase from Mucot hiemalis 
Lane 2: Molecular weight markers 
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Entire nucleotide sequence of the fragment inserted into the Sal I-Not I sites of pZL-Endo 
including the full-length novel endo- 0 -N-acetylglucosamiiudase gene 
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CAAAGGCCAA CGTTTCAATC ATAGAGAATC GCATGATGTT GAAACTCAAA TTAGTATACC 
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TCTCTATAAG CTTTCATTAG ATGCTAGTAA AGGATCCTCA TTGCGTTATA TTTATAGAAC 

1570 1580 1590 1600 1610 1620 

OTTCTTCATC AAAGATGTAA AGTTGACAGT AGCATGTCAC TTTTCGTTAA AAACAAACGA 
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CTCAGTTAAT TTCTTCAAQG TATGGCAGCC AGATGAAAAT TICICTI T II J AATATGATCA 

1690 1700 1710 1720 1730 1740 

TOGAATGAGA GCCACTGTTA CAACIGAAAA TTCTACCGAA AGCAGATGCT TTTTATTACG 

1750 1760 1770 1780 1790 1800 

TACAACAGAA GAAGATACAG GAGAAAATGA TTGGATAACA AAAACTATTA ATGTGCCTGC 

1810 1820 1830 1840 1850 I860 

TCTTCCAGAA GGAAGTCAAT TATACATTAC AAGACTTGAA GTGAGCCTAG TATTAGATAC 

1870 1880 1890 1900 1910 1920 

AGCTQGTTTA GTAGGTCTTO TTAATCAAGT TATTGCTTGC TTCGGATATA TTAGCATCAT 

1930 1940 1950 1960 1970 1980 

ACCAACTATA AATTCTQGAA TAAAAACAGA TTCATCACGC ATTATTCAGG ATCTCTTTTO 

1990 2000 2010 2020 2030 2040 

GAAAGATCAG AAATATACCA AAATOGGAAA AGAAAGTITA GACGACATAG CTCAAGAAGA 

2050 2060 2070 2080 2090 2100 

AGTCCATAGA TA1TATGGAA CATTGAACTG GGAAAACACA GCAAATGTAG TAAACGCTTO 

2110 2120 213 0 2140 2150 2160 

GGAGGAAATA GATXACTACA ACGTmTTA CAAAGAAAGT GACGACTCTG CAACTCGCAT 

2170 2180 2190 2200 2210 2220 

CTTTTTAGGA ACAQCATICT GTAATCAATT TCGTGTATCT GGTTTAGATA TTATTITATC 

2230 2240 2250 2260 2270 2280 

TAAGCTACCA AAGATAGTTA TTGAAGCTGT TAACAAAGAA GGATACATCT CTTCAAGTGG 

2290 2300 2310 2320 2330 2340 

TAGCATAGAT TTGTCATTAA ACTAGGACTT GAAATAAAAT ATTATGATAA AGAAAAAAAA 

2350 2360 2370 2380 2390 2400 
AAAAAAAAAA AAAAAAAAAG GGCGGCCGC 



Entire nucleotide sequence of the fragment inserted into the Sal X-Not I sites of pZL-Endo 
including the full-length novel endo- 0 -N-acetylglucosaminidase gene (Continued) 
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Amino acid sequence deduced from the novel Endo- j9 -N-acetylglucosaminidase gene, and 
the nucleotide sequence of the DNA encoding this amino acid sequence. 
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Amino acid sequence deduced from the novel Endo- jS -N-acetylglucosaminidase gene, and 
the nucleotide sequence of the DNA encoding this amino acid sequence (Continued) 
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Amino acid sequence deduced from the novel Endo- # -N-acetylglucosaminidase gene, and 
the nucleotide sequence of the DNA encoding this amino acid sequence (Continued) 
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Structure of expression vector pGEndo-SC for the use in Saccharomyces cerevisiae, which 
comprises a novel endo- )3 -N-acetylglucosaminidase gene 
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Expression of endo-0 -N-acetylglucosamimdase enzyme in yeast into which 
an endo-£ -N-acetylglucosamimdase gene has been introduced 

Lanes 1-3 Cellular extract of S cerevisiae YPH500 (pep4) into which 

an endo- 0 -N-acetylglucosamimdase gene has been introduced. 
Lane 4 Purified endo- 0 -N-acetylglucosaminidase derived from M hiemalis 
Lane 5. Cellular extract of 5. cerevisiae YPH500 (pep4) 



